Adeyemo et al, AJKD, “HLA-DQAL1 and APOL1 as Risk Loci for Childhood-Onset Steroid-Sensitive and Steroid-

Resistant Nephrotic Syndrome”

Item S1: Top associations of 2- and 4-digit classical HLA alleles with SSNS in Asian

children

Table a: Top associations of 2-digit classical HLA alleles with SSNS in Asian children

2-digit HLA Al | A2 | FRQ A|FRQ U | INFO |OR SE P Adjusted P
allele

HLA_ DQA1 01 [P [A [0.3275 [0.51 1.0483 | 0.4736 | 0.1589 | 2.54x10° | 2.73x 107
HLA DRB1 07 |P | A [0.3406 |0.1915 | 0.8779 | 2.5102 | 0.2008 | 4.55x10° | 4.88 x 10°
HLA DQA1 02 [P |A [0.3383 |0.1907 | 0.8789 | 2.4924 | 0.2009 | 5.49x10° | 5.89 x 107
HLA DQB1 02 [P |A [0.3644 |0.212 [0.9493 22816 |0.187 |1.03x10° |1.10x 107
HLA DQB1 05 |P |A [0.148 [0.2522 | 0.9478 | 0.4903 | 0.2012 | 0.0003946 | 4.23 x 10™
HLA B_44 P |A [02197 [0.1149 |1.0423|2.1387 | 0.2182 | 0.0004936 | 5.29 x 10"
HLA DQAL1 05 |P |A [0.1534 |0.0813 | 0.8944 | 2.2299 | 0.2661 | 0.002579 | 1.00
HLA C 08 P |A 0027 [0076 [1.0378]0.3423|0.376 | 0.004361 | 1.00
HLA B_15 P |A [0.0638 |0.1146 |0.8985 | 0.4869 | 0.2877 | 0.01236 | 1.00
HLA DPB1 17 |P | A [0.0411 |0.0099 | 0.9036 | 5.1486 | 0.6866 | 0.017 1.00
HLA C 07 P |A 0316 [0.2342 [1.021 |1.5036]0.1722|0.01788 | 1.00
HLA DRB1 11 [P |A [0.053 |0.0209 | 0.7875 ] 3.4243 | 0.5205 | 0.01804 | 1.00
HLA DPA1 04 [P |A [0.0081 |0.0263 | 0.5616 | 0.0917 | 1.0696 | 0.02551 | 1.00
HLA C 16 P |A |0.0103 |0.0329 |0.9012 | 0.2658 | 0.6174 | 0.03189 | 1.00
HLA DPB1 05 [P [A [0.0366 |0.0639 [0.5807 | 0.3526 |0.49 |0.03339 | 1.00
HLA DRB1 15 [P |A [0.1671 |0.2291 [0.966 | 0.6644 | 0.1943 | 0.03541 | 1.00
HLA DPB1 03 [P |A [0.0438 |0.0776 |0.8312]0.4778 | 0.3587 | 0.03953 | 1.00
HLA A_02 P |A 0155 [0.1021 |1.0106 | 1.6126 | 0.235 | 0.04206 | 1.00
HLA A 24 P |A [01259 [0.1752 |0.8558 | 0.6336 | 0.2295 | 0.04682 | 1.00
HLA DQB1 06 [P |A [0.1211 |0.1646 | 0.7021 | 0.5991 | 0.2602 | 0.04897 | 1.00
HLA DRB1 01 [P |A [0.0279 |0.0559 | 0.9113 [ 0.4498 | 0.4066 | 0.04942 | 1.00
HLA DRB1 14 [P |A [0.0589 |0.094 |[0.9314[0.5802 | 0.2982 | 0.06792 | 1.00
HLA DQA1 06 [P |A [0.0172 |0.0378 | 0.8495 | 0.3837 | 0.5292 | 0.07027 | 1.00
HLA DRB1 03 [P |A [0.0867 |0.053 |0.89411.8027 | 0.3272 | 0.07173 | 1.00
HLA DRB1 10 [P |A [0.0302 |0.056 |0.9117 | 0.4937 | 0.3972 | 0.07552 | 1.00
HLA DPB1 02 |P |A [0.2633 |0.2118 [0.8177 | 1.42 |0.1997 | 0.0791 1.00
HLA C 14 P |A [0.0272 [0.0503 |0.9078 | 0.4942 | 0.4188 | 0.09241 | 1.00

*Note: allelic tests for presence (P) or absence (A) of the HLA allele. Adjusted P is Bonferroni-

adjusted p for all 2-digit HLA, 4-digit HLA and amino acid tests
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Table b: Top associations of 4-digit classical HLA alleles with SSNS in Asian children

4-digit HLA allele

>
[N

FRQ A | FRQ U | INFO | OR SE P Adjusted P

HLA_DRB1_0701 0.3406 | 0.1915 | 0.8779 | 2.5102 | 0.2008 | 4.55x 10° | 4.88x10°

HLA_DQAL 0201 0.3383 | 0.1907 | 0.8789 | 2.4924 | 0.2009 | 5.49x10° | 5.89x10~

HLA_DQB1_0201 0.3644 | 0.212 0.9493 | 2.2816 | 0.187 | 1.03x10™ | 1.10x107

HLA_DQA1_0101 0.1167 | 0.2173 | 0.991 | 0.4654 | 0.2132 | 0.000333 3.57x10™

HLA_B_4403 0.2151 | 0.1123 | 1.0179 | 2.1779 | 0.223 | 0.000481 5.16x10™"

HLA_DQA1_0501 0.1534 | 0.0813 | 0.8944 | 2.2299 | 0.2661 | 0.002579 1.00

HLA_DQB1_0501 0.0606 | 0.1213 | 0.9434 | 0.4422 | 0.2817 | 0.003773 1.00

HLA_C_0701 0.2165 | 0.1311 | 1.0275 | 1.8179 | 0.2091 | 0.004262 1.00
HLA_C_0801 0.027 0.076 1.0378 | 0.3423 | 0.3761 | 0.004364 1.00
HLA_B_1502 0.0185 | 0.0587 | 0.9922 | 0.278 | 0.4778 | 0.00738 1.00

HLA_DRB1_1501 0.0464 | 0.0874 | 0.6872 | 0.3699 | 0.3777 | 0.00846 1.00

HLA_DQA1_0102 0.1151 | 0.1813 | 0.9269 | 0.5601 | 0.2251 | 0.01002 1.00

HLA_DPB1_1701 0.041 0.0098 | 0.907 | 5.1435 | 0.6863 | 0.01703 1.00

HLA_DRB1_1101 0.053 0.0208 | 0.7878 | 3.4204 | 0.5206 | 0.01818 1.00

HLA_B_0702 0.0231 | 0.0542 | 0.8986 | 0.3732 | 0.436 | 0.02378 1.00
HLA_DPA1_0401 0.0081 | 0.0263 | 0.5616 | 0.0917 | 1.0696 | 0.02551 1.00
HLA_A_0201 0.0615 | 0.0281 | 0.8185 | 2.7856 | 0.4599 | 0.02592 1.00
HLA_C_1602 0.0103 | 0.0329 | 0.9012 | 0.2658 | 0.6174 | 0.03189 1.00

HLA_DPB1_0501 0.0366 | 0.0639 | 0.5808 | 0.3526 | 0.49 0.03338 1.00

HLA_DPB1_0301 0.0439 | 0.0776 | 0.8309 | 0.4779 | 0.3587 | 0.03958 1.00

HLA_DPB1_0402 0.0924 | 0.0527 | 0.9229 | 1.9379 | 0.3249 | 0.04168 1.00

HLA_A_2402 0.1031 | 0.1466 | 0.7908 | 0.6 0.2587 | 0.04831 1.00

HLA_DRB1_0101 0.0279 | 0.0559 | 0.9113 | 0.4498 | 0.4066 | 0.04942 1.00

HLA_DQB1_0503 0.0595 | 0.0964 | 0.9842 | 0.5866 | 0.2877 | 0.06368 1.00

HLA_DQA1_0601 0.0171 | 0.0378 | 0.8512 | 0.3814 | 0.5297 | 0.06878 1.00

HLA_DRB1_0301 0.0867 | 0.053 0.8941 | 1.8027 | 0.3272 | 0.07173 1.00

HLA_DRB1_1001 0.0302 | 0.056 0.9117 | 0.4937 | 0.3972 | 0.07552 1.00

HLA_B_1302 0.0255 | 0.0076 | 0.9007 | 4.1145 | 0.8162 | 0.08307 1.00
HLA_DQB1_0602 0.0142 | 0.0293 | 0.6316 | 0.3047 | 0.6923 | 0.08602 1.00
HLA_C_1505 0.0067 | 0.016 0.4423 | 0.1248 | 1.2181 | 0.08759 1.00

HLA_DPB1_0201 0.255 0.2051 | 0.8362 | 1.4045 | 0.1996 | 0.08887 1.00

HLA_DRB1_1202 0.0248 | 0.0451 | 0.7845 | 0.4509 | 0.4791 | 0.09638 1.00

©|v| v| ©| v| ©| ©| ©| ©| ©v| ©| ©| ©| ©| V| U ©| vl O U U ©| vl o V| vl © UVl UVl UV UV UV O
)>)>)>J>J>)>)>)>J>J>>>>>>>>>>>>>>>>>>>J>>>J>>%

0.0269 | 0.0496 | 0.9164 | 0.4985 | 0.4193 | 0.09685 1.00

HLA_C_1402

*Note: allelic tests for presence (P) or absence (A) of the HLA allele. Adjusted P is Bonferroni-
adjusted p for all 2-digit HLA, 4-digit HLA and amino acid tests
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